7]
RIT K 103 8 F EAE 9248 4 £ KA

2% ¢ 224 #8 £y
#RXA# 3 28(E4B) £3H ARAEE = kB — R®
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1. Alcohol dehydrogenase

2. Lactate dehydrogenase
3. a-Ketoglutarate dehydrogenase complex

4. Phosphofructokinase

5. Pyruvate carboxylase

— LN (B4 X108 TARLYA  LEEAMAE  HEFEL)
1. Allosteric effect

2. Alternative splicing

3. Bohr effect (in hemoglobin)

4. Cori cycle

5. Dialysis

6. Gluconeogenesis

7. ketoacidosis

8. Programmed cell death (apoptosis)
9. Southern blotting

10. Turnover number (in enzyme)
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2. Glutathion (GSH; L-y-glutamyl-L-cysteinyl-glycine) & — #& &y glutamate -~ cysteine -~ glysine A%
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