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e P X B oS T sk AP (A)glycerol  (B) phospholipid  (C) triglyceride (D)
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T BB — A A3 38 R A AT A Ak B 49 DNA 4 F?  (A)ELISA  (B) Northern blotting

(C) Southern blotting (D) Western blotting
LT 7] RE 2 pKa KODEJT > 4 4 EFE?
H,CO; -> HCO3 + H' pKa = X
CH3COOH = CH3COO + H* pka=Y
NH3*CH,COOH -> NH3'CH,COO + H' pKa=12
(A)X>Y>Z  (B)Y>X>Z (C)Z>X>Y  (D)Z>Y>X
TR — A My T HA BRI e 1w N? (A)BRE o4 (adenine)  (B)ARE
(cytosine)  (C)H Bk 8% (glycine) (D) B% &% (tyrosine)

T A4 AT & 227 (A)A i (nucleoside) kb H 4 5L H K (free base) ® 5 757tk (B)&ka
fr. 1 % & =5 (isoelectric point) 89 4 1 B fx itk (CEA1F A 25 FIILRE LR A
NADPH &) % T $2 ATP a4 A5 & 385 — fuibs (D) NMR 8 3% #9162 4 % (chemical shift)¥] 22
18R B AL e R B B R (A T e Bk T A2 %

F oA M AsE a4kl o TR A 3R (A)RS B % = i FL 4# (fatty acyl chain)ts & > fE7K 2%
FRE AR (BB AR A MY TESRAN TSR wREARER (O EI0 RGN
ALk AE MM R BRI N 2 R5 AmAL K Lhis4k (D)=8H b5
(triacylglycerol) 75 H- it ¥ B5 B 8% 1A 5 4 (ester linkages) 483 T gy, — B K M 4

¥ i (glycolysis) @ 4% % ¥ % & % phosphofructokinase-1 (PFK-1) £+ #2 Fructose 6-phosphate +
ATP - Fructose 1,6-bisphosphate + ADP & R J& 35 PFK-1 a4 &% %75 1% 3| F 5198 — &4
&) i H1?  (A) high [AMP]  (B) high [ADP]  (C) high [ATP] (D) fructose 2,6-bisphosphate

fi Citricacidcycle Y R JE P Fo|H — 8 F 2L A 4 & 4 ATP o9 R JE? (A) citrate synthase

(B) malate dehydrogenase  (C) succinate dehydrogenase (D) succinyl-CoA synthetase

Wk P F protein A, B, C,D FwfEka g itiik KM ET !

Size (Mr) | pl | BindtoproteinX
Protein A 49,000 67 | o "Yes
Protein B 18,000 | 6.9 No
Protein C 20,000 7.1 Yes g
Protein D 19,000 4.1 Yes
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(A) isoelectric focusing  (B) ion-exchange chromatography  (C) binding affinity
chromatography (D) gel filtration chromatography |

10. fifrRg pe ook & b - & 1ty NADH #% i} > 42 Bi(ubiquinone, Q) ~ % jip &, % (cytochromes)
F 4,(0,) c 40 : NADH > Q> Cytb > Cytcl > Cytc> Cyt(a+a3) > Oy #

| ) ) |
1 cytochrome a (Fe**) + e - cytochrome a (Fe®") EEEREM E=X
‘ cytochrome b (Fe**) + e > cytochrome b (Fe?") KRR G EC=Y
120,+2H"+2e > H,0 BARREM =2

FH 0 EC KRR o F S4TSRk
(A)X>Y>Z (BYY>Z>X (C)Z>X>Y (D)Z2>Y>X
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1. RNA splicing

2. Reducing sugar
3. Facilitated diffusion
4. siRNA (small interfering RNA)

5. FRET (fluorescence resonance energy transfer)
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1. B¢ & G4 Es 1b(phosphorylation)d & A 2i 8y LB 15 &5 > =T Fdx B2 £ 096 M(EIL R &8
b)) HMATAEE oy -

2. E.8A - (1) pH; (2) temperature; (3)metal ion; (4) allosteric effector % B ¥t 8% £ /51X %
@ o

3. BY Ay B F IR B R AR RS AR B c B R e N B AL A e T BRI R
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4. EE/b’% & (glycoprotein) & & B ? 35 7 230 80 H 4 4 1) fE (biological function)?

5. AR IRAH R 3 E A (1) anaplerotic reactions; (2) pentose phosphate
pathway; (3) citric acid cycle % #7842 & 77 & & NADPH Z R J& -




