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active transport allosteric enzyme cDNA chromosome walking

coactivator coenzyme coomassive blue CpG islands

diffusion DNA library DNA microarray Ethidium bromide

gluconeogenesis glycogenesis glycolysis ion channel

ion-exchange resin ionophore isozyme 0SMosis

primase prosthetic group ribozyme RNA polymerase

short interfering RNA  sile-directed mulagenesis ~ Sodium dodecyl sulfate  TATA box

Ti plasmid transposable element Western blotting yeast two-hybrid assay
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|___.  Acompound that binds one ore more metal ions and is capable of diffusing across a membrane,

carrying the bound ion.

2 . Adyeused o stain proteins

3 . Amelal ion or an organic compound that is covalently bound Lo a protein and is essential (o its
aclivity.

________ 4 . Aregulatory enzyme, with catalylic activity modulated by the noncovalent binding of a specific
melabolite at a site other than the active site.

5 ___. Anassay for interaction between two proteins. One protein is produced as a fusion protein with a
DNA-binding domain from another protein. The other protein is produced as a fusion prolein with
a transcription-activation domain. Il the two fusion proteins interact in the cell, they from an
activalor (hal can activale one gene.

______ 6 . AnRNA enzyme, that is an RNA molecular with calalylic activity

_.1 __. Binding site for a transcription factor that guides RNA polymerase II to the promoter in
cukaryotes

8 . Bulk flow of water through a semipermeable membrane into another aqueous compartment
containing solute at a higher concentration.

_9 . DNAcopy ol a gene that lacks introns and therefore consists solely of the coding sequence.

10 . Deliberaie alteration of a specific DNA sequence by any arlificial technique

11 . DNA segment that move from one place on a chromosome to a completely different site, often
affecting gene expression.

12 . The biosynthesis of a carbohydrate from simpler, noncarbohydrale precursors such as

oxaloacetate or pyruvale.
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1. Allopurinol 5. GTP (guanosine 5’-triphostate)
2. ATP (adenosine 5’-Iriphostate) 6. NADH

3. cAMP (adenosine 3’5 -cyclic monophostate) 7. S-adenosylmethionine

4. Coenzyme A (CoA) 8. UDP-glucose

AR P9 B ) # (glucose) “T42 dyMEARAE M (glycolysis) & & B AR E (pyruvate) - ¥ M B 4%k 30
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The differential proteomic approach (2D _gel analysis coupled to MALDI-MS analysis) of nuclear proteins
can provide an extremely useful tool to understand control of cell proliferation and differentiation. In order to
identify possible markers of dedifTerentiation between normal and cancerous thyroid cells, we used a
differential proteomics approach by comparing nuclear extracts from the normal rat thyroid cell line FR11.-5
and the completely undifferentiated Ki-mol cell line, obtained by transformation with the Ki-ras oncogene.

Galectin-3 (Gal-3) was identified as highly expressed, in the nuclear compartment, only in the transformed

of papillary cancer cells. We focused on the functional relationship existing between Gal-3 and the

thyroid-specific transcription factor TTI-1, whose expression is maintained in papillary cancer where it can

contribute to the proliferating status. By using gel-retardation and transient tranfection assays, we
demonstrate that Gal-3 upregulates the T'TF-1 (ranscriptional activity. GST-pulldown experiments

demonstraie the occurrence of interaction between Gal-3 and T'TF-1 homeodomain. Since several lines of
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stimulatory activity played by Gal-3 over TTI-1 would account for a possible molecular mechanism through

which the galectin controls proliferation in thyroid cells. (BBRC)

I 3% 8 &9 2D gel analysis (two-dimensional gel electrophoresis) & A \LER B 5 BIE -
2. B MIRIAE —TTATZ R M F ok #8 9 Galectin-3 (Gal-3) %8 & 3.4 FIKIR A fo Bl &Y bm B Az P -
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