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1 molecular ctlaperone , 

2, allosteric enzyme 

3 .  0-glycosidic bond 

4. polycistronic mRNA 

5,  cl)NA library 

6. ~.)hospholipid 

7. membrane pote~ltial 

8. proteasome 

9. second messenger 

10. gluconeogenesi~. 

2 . 44 t# f:~u&,u+u& (cellular respiration) $$15 CA ifj &j ~&~!R$~I.&$z&,BJ~L~Y t. 

5 . ii$-jg CA RL&* (epinephrine) &*t#ck;&% ( estrogen) , txddan & $$ ;jt+:jk$fi @j& 

;~&4%h!]$19&, ( targelcell)  L89h]~d+fl d&$i 

.k , ;k-y3,  fl~$$Fifik ; (peptide) * X#$&fi&PF 

p1j4.7- : 

: His-Ser-Gly-Arg-Pro-Glu-'Ii-p-Gly-His 

L : Se1.-Glu-Gly-Glu-I.,eu-Ser-'Srp-l'ro-(jlu 

iI<Fh- I Y j  A & 2fi ,f!.lq 
( 1  ) -& p11=3.4 $$ pkIz=7.4 03 , .& 7 - L r$ 

art& f + ~  fi$+ '8 $4 ( net charge ) &+J 
( 2 )  ,& pE1=3.4 $# j$ . i~@&@fi ! j~$+~& )$ 

( colurnn ckiromatography ) $&3> fifk itt 
. z,,~-+gAaah t7g;x8~4ig~4r2& 
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Acid ---- 
Gly 

I'ro 

I ,eu 

'1i.p 

Ser 

His 

Arg 

'I ues pl<a v, I - - - . 

131( I pKz pKrc 

(-COOH) ( - 1 )  ( - I t  group) 
.p---.-.-...--.--- 

2.34 9.6 

1.99 10.96 

2.36 9.6 

2.38 9.39 

2.21 9.15 

1.82 9.17 6.00 

2.17 9.04 12.48 


